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▼We describe the use of electroporation as a means of de-
livering P1 plasmid DNA into electro-competent bacteria.
P1 clone libraries have been established as effective comple-
ments to cosmid and yeast artificial chromosome libraries
(Ref. 1, 2). P1 plasmids have an average insert size of 75 kb
and are, therefore, substantially larger than cosmid clones.
The electroporation method described here is faster and
less laborious than phage packaging or bacterial mating, ex-
ploiting γ δ transposition. It is meant to simplify the trans-
formation of different bacterial strains with P1 DNA stem-
ming from primary P1 libraries. This is a necessary pro-
cedure when, for example, changing bacterial host strains
in order to directly sequence P1 inserts (Ref. 3). Since this
method cannot select for full-length constructs and exhibits
a comparatively low transformation efficiency (see below),
it is not the method of choice for the construction of ge-
nomic libraries in P1 vectors.
P1 plasmid DNA was purified from a single colony of
the original host strain NS3145 using a slightly modified
P1-Quiagen protocol [Gunning, D. (1995) Quiagen Product
Note, Issue 1]. One hundred nanograms of purified P1 plas-
mid DNA was mixed with 50 µl of the DH 10B cells [Elec-
troMAX (Gibco BRL)] and electroporated (1600 V, 200 W,
25 µFd) in 0.1 cm cuvettes, using a Gene Pulser (Bio-Rad).
Following electroporation, 1 ml of SOC broth was added
and cells were shaken at 37◦C for 1 h. Cells were then plated
on LB agar containing 25µg/ml kanamycin. The plated bac-
teria were incubated overnight at 37◦C. Five independent
colonies were picked, grown and P1 plasmid DNA purified
according to the modified P1-Quiagen protocol. The DNA
was digested with BamH I and separated on a 0.7% agarose
gel along with a BamH I digest of the plasmid DNA isolated
from the original NS3145 strain. The restriction patterns
before and after electroporation into the new host strain
were identical, indicating the absence of rearrangement of
the transformed plasmids (Fig.1). The efficiency of the elec-
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FIGURE 1. Gel electrophoresis of BamH I-digested plasmid DNA
isolated from the original host strain NS3145 (lane 2) and the five
colonies picked after electroporation into DH 10B cells (lanes 3−7).
Lanes 1 and 8 contain the 1 kb size marker.
troporation was 1 X 103 colonies per microgram plasmid
DNA.
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Products Used
ElectroMAX: ElectroMAX from Life Technologies
(Gibco BRL)
Gene Pulser: Gene Pulser from Bio-Rad
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